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P Educational tool to demonstrate concepts and visualize
interactions among animal, feed and environment.

P Tool for geneticists and nutritionists in R&D activity.
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the environmental impact of monogastric livestock production by improving and
diversifying animal diets and feed technologies and by integrating new selection
criteria for these animals. The Feed-a-gene project further aims to develop new
management systems for precision feeding and precision farming and to evaluate the
overall sustainability of the different management solutions proposed in the project.
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